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Phylogenetic tree exercise



Why we need computers to answer 
microbiological questions?
• DNA contains information about all organisms existing

• Excluding human genome over 1000 trillion pairs of bases (AT GC) from over 165 000 

species had been sequenced by 2014 

Just reading them would take 30 million years!

Process

 algorithms

 software tools

 web servers (storage for big data)



https://www.ncbi.nlm.nih.gov/



Exercise description

- choose one of given unknown sequences from the results “we received analyzing our 

activated sludge in wastewater treatment plant

- BLAST chosen sequence and report the results of identification (mentioning the % of 

similarity)

- search literature about the microorganism and prepare its description (with the list of 

references)

- suggest the role/effect (one or several) this organism may have in wastewater treatment 

process

In your HW3 you will have to submit the report on the identified organism: classification, 

important characteristics, contribution to the wastewater treatment process. According to the 

literature information you can evaluate importance of this microorganism and propose 

operational parameters which would benefit treatment (to remove or to grow this organism, 

depending on your decision).


